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ComcerScreen
--

Somatic Cancer

KEY FEATURES

Assess DNA, RNA, and the whole CDS regions (RefSeq) of up to 407

1. Optimized panel for solid cancer . ) ) }
genes and rearrangement regions associated with solid cancer

Detect low-frequency and rare variants with high sequencing

depths

2. High sensitivity and specificity
Capture the GC rich and homologous regions with
Celemics proprietary design technology

Lower sequencing costs for 3 Gb sequencing amount compared to

3. Cost-effective sequencing competitor product

Detect all mutation types including SNV, Indel, Large Indel, CNV,

4. Assess all variant types ) .
Rearrangement, MS|, and TMB in a single assay

SPECIFICATION

Gene count* 13/ 54/ 99 [ 407 genes

Target size 61/197 / 299 /123 kb + Rearrangement
Mutation type SNV, Indel, CNV, Rearrangement, MS|, TMB
Sample type FFPE, frozen tissue, cfDNA, RNA

All sequencers from llluminag, Thermo Fisher, MG,

Platform PacBio, and Oxford Nanopore

Primary, Secondary and Tertiary analysis result

Bioinformatics pipeline (FASTQ to VCF, VCF to Clinical report)

* Gene Add-on Service: Genes can be added or removed by customer demand

PaleXx

PANEL PERFORMANCE Constant Improvement

Performance Comparison with Competitor Product

Higher on-target ratio, uniformity, and coverage at 100X compared to competitor product over the target
regions including exons and introns (Compared with the same sequencing depth)

140.00%

[l Celemics 400 Genes + Fusion (CDS, 1,286kb) Company ‘A’ 405 genes + Fusion (CDS, 1,286kb)

120.00%

t
99.94%
98.46% 98.60%
100.00% 95, 80 / * o
5 06% o 86.23%
Gl 79.44%
O g0.00% 75. 05%
. = -
3’ 67.33%
a 62 85%
3 60.00% 56'87%‘
(3} 45.82%
40.00%
20.00%
0.00%
On-target On-target 0.2x mean depth 0 5x mean depth IxCoverage 20xCoverage 50xCoverage 100x Coverage
base ratio read ratio C g Y ge uniformity

Performance Comparison over GC-rich Regions

Higher uniform read depths over GC-rich regions compared to competitor product (Compared with the same sequencing
depth)

Panel A Panel B
4.0 14
Company ‘I’ Company ‘A’
! 1.
5 M Celemics 5 2 M Celemics
Q 30 o
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GC(%) GC(%)
Package name Compositions Package option Options
Target Enrichment  Target capture Probe - Pooling method Single Reaction Pre-capture Pooling
Standard Target Enrichment  Library = Library Preparation kits Standard Kit EP-kit
All-In-One FeegEniE Prep kit goqgs | Polymerase Hybridization Enhancer Included Not included
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CancerScreen Panel

Core

DESCRIPTION

CancerScreen Panel Core is an NGS assay desighed to detect all types of variants in 13 genes associated with
somatic cancer. Targeting the selected genes with high sensitivity and specificity enables saving cost

and effort. The report consists of the primary, secondary, and tertiary results for the In-depth understanding
and interpretation of sequencing data.

GENE LIST

CancerScreen Panel Core| ALK APC BRAF EGFR ERBB2 KRAS MET NRAS PIK3CA RET ROS1 SMAD4 TP53

* Genes in bold indicate fusion analysis

CancerScreen Panel
50

DESCRIPTION

CancerScreen Panel 50 is an expanded NGS assay designed to detect all types of variants in over 50 genes
associated with somatic cancer. Targeting the selected genes with high sensitivity and specificity enables saving
cost and effort. The report consists of the primary, secondary, and tertiary results for the In-depth understanding
and interpretation of sequencing data.

GENE LIST

ABLI AKTI ALK APC ATM BRAF BRCAI BRCA2 CDHI CDK4 CDK6 CDKN2A CSFIR
CTNNBI DDR2 EGFR ERBB2 ERBB4 ESRI FGFRI FGFR2 FGFR3 GNAIl GNAQ GNAS HRAS
CancerScreen Panel 50 IDHI IDH2 JAK2 KDR KIT KRAS MAP2K1 MET MLHI MTOR MYC MYCN NOTCHI
NRAS NTRK1 PDGFRA  PIK3CA PTCHI PTEN PTPNII RBI RET ROSI SMAD4 SMO SRC

STK1 P53

* Genes in bold indicate fusion analysis

CancerScreen Panel

DESCRIPTION

CancerScreen Panel 100 is an NGS assay for the comprehensive analysis of around 100 genes associated with
somatic cancer. All types of variants are detected with high sensitivity and specificity. The report consists of the
primary, secondary, and tertiary results for the In-depth understanding and interpretation of sequencing data.

GENE LIST

ABLI AKTI AKT2 AKT3 ALK APC ARIDIA ARIDIB ARID2 ATM ATRX AURKA AURKB

BARDI BCL2 BLM BMPRIA BRAF BRCAI BRCA2 BRIPI CDHI CDK4 CDK6 CDKN2A  CHEK2

CSFIR CTNNBI DDR2 EGFR EPCAM EPHB4 ERBB2 ERBB3 ERBB4 EZH2 FBXW?7 FGFRI FGFR2

FGFR3 FLT3 GNAI GNAQ GNAS HNFIA HRAS IDHI IDH2 IGFIR ITK JAKI JAK2
CancerScreen Panel 100
JAK3 KDR KIT KRAS MDM2 MET MLHI MPL MRET MSH2 MSH6 MTOR MUTYH
NBN NF1 NOTCHI NPMI NRAS NTRKI1 PALB2 PDGFRA  PDGFRB PIK3CA PIK3R1 PMS2 PRSSI
PTCHI PTCH2 PTEN PTPNTI RAD50  RADSIC  RADSID RBI RET ROSI SLx4 SMAD4  SMARCBI
SMO SRC STKI SYK TERT TOPI P53 VHL

ancerScreen Panel
400

DESCRIPTION

CancerScreen Panel Core is an NGS assay designed to detect all types of variants in over 400 genes associated
with somatic cancer. Targeting the selected genes with high sensitivity and specificity enables saving cost

and effort. The report consists of the primary, secondary, and tertiary results for the In-depth understanding

and interpretation of sequencing data.

READY-TO-USE PANELS FOR ONCOLOGY
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CancerScreen Panel
400
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ABLI ABL2 ADGRA2 AKTI AKT2 AKT3 ALK AMERI APC APCDDI APEX] APOB APOBECI
AR ARAF ARFRP1 ARIDIA ARIDIB ARID2 ASXL ATM ATPIIB ATR ATRX AURKA AURKB
AXINI AXL B2M B3GATI BACHI BAPI BARDI BCL2 BCL6 BCL9 BCOR BCR BIRC2
BIRC3 BLM BRAF BRCAI BRCA2 BRD2 BRD3 BRD4 BRIPI BTGI BTK BTLA CARDII

CASP5 CASP8 CBFB CBL CDK12 CDK4 CDK6 CDK8 CDKNIA CDKNIB CDKN2A  CDKN2B  CDKN2C
CDX2 CEBPA CHDI CHD2 CHD4 CHEKI CHEK2 CHUK Cic CRBN CREBBP CRKL CRLF2

CSFIR CSF2 CSF2RA CSF2RB CSNK2AI CTCF CTLA4 CTNNAT  CTNNBI CuL3 CUL4A CuL4B CXCLio

CXcLn CXCL9 CXCR3 CYLD CYPI7A1 DAXX DCUNIDI DDR2 DICERI DIS3 DNMTI DNMT3A  DOCK2
DOTIL EGFR ELMOI EML4 EMSY EP300 EPHA3 EPHAS EPHAG EPHA7 EPHBI EPHB4 EPHB6
ERBB2 ERBB3 ERBB4 ERCCI ERCC2 ERG ERRFII ESRI ETVI ETV4 ETVS ETV6 EWSRI

EYA2 EZH2 FANCA FANCC  FANCD2  FANCE FANCF FANCG FANCI FANCL FANCM FAS FATI
FAT3 FBXW?7 FGF1 FGFI0 FGF12 FGF14 FGFI9 FGF2 FGF23 FGF3 FGF4 FGF6 FGF7
FGFRI FGFR2 FGFR3 FGFR4 FH FLCN FLTI FLT3 FLT4 FOXAI FOXL2 FOXO3 FOXP3
FRS2 FUBPI GABRAB GAS6 GATAI GATA2 GATA3 GATA4 GATAG GID4 G GNAI GNAI3

GNAQ GNAS GRIN2A GRM3 GSK3B  GUCYIA2  GZMA GZMB GZMH H3F3A HGF HISTIH3B  HNFIA

HOXA3 HRAS HSD3Bl  HSPOOAAI IDHI IDH2 IDO1 IDO2 IFITM1 IFITM3 IFNA1 IFNB1 IFNG
CancerScreen Panel
400
IGF1 IGFIR IGF2 IGF2R IKBKE IKZF1 ILI2A 128 L2 IL23A L6 IL7R INHBA
INPP4B INSR IRF2 IRF4 IRS2 ITGAE ITK JAKI JAK2 JAK3 JUN KATBA KDMBA
KDM5C KDMBA KDR KEAP1 KEL KIT KLF4 KLHL6 KMT2A KMT2B KMT2C KNSTRN KRAS
LAG3 LMOI1 LRPIB LRP6 LTK LYN LZTR1 MAGI2 MAGOH MAMLI MAP2K] MAP2K2  MAP2K4
MAP3Kl  MAP3KI3 MAPK1 MAX MCLI MDM2 MDM4 MEDI12 MEF2B MENI MET MITF MLHI
MPL MREN MSH2 MSH6 MTOR MUTYH MYB MYC MYCL MYCN MYD88 MYOISBA  NCOA3
NCORI NF1 NF2 NFE2L2 NFKBIA NOTCHI  NOTCH2 NOTCH3 NOTCH4 NPMI NRAS NSDI1 NSD3
NTRK1 NTRK2 NTRK3 NUP93 NUTMI PAK3 PAKS PALB2 PARP1 PARP2 PARP3 PARP4 PAX5
9 &
= PBRMI PDCD1  PDCDILG2 PDGFRA  PDGFRB PDK1 PGR PHF6 PHLPP2 PIK3C2B PIK3C3 PIK3CA PIK3CB IS4
= 2
0O O
2 PIK3CG PIK3R2 PKHDI1 PLCGI PLCG2 PMS2 PNP PNRC1 POLDI1 POLE PPARG PPP2RIA PRDMI =
3 -
E PREX2 PRF1 PRKARIA PRKCI PRKDC PRPF40B PRSS8 PTCHI PTCH2 PTEN PTK2 PTPNII PTPRC g
O =
a O
%2}
°d PTPRD QKl RAB35 RACI RAC2 RADI17 RAD50 RAD5SI RAD52 RADS4L RAF1 RANBP2 RARA 8
2 e
o
(5) RBI RBMIO REL RET RHEB RHOA RHOB RICTOR ROBOI1 ROBO2 ROSI RPAI1 RPS6KBI 8
3 :
z RPTOR RUNXI RUNXITI RUNX3 SDHA SDHB SDHC SDHD SEMA3A  SEMASE SET SETBPI SETD2 g

SF3AI SF3BI SH2B3 SKP2 SLIT2 SMAD2 SMAD3 SMAD4 SRSF2 SRSF7 STAG2 STAT3 STAT4

TERT TET2 CD274 P53




